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Education
B.Sc. (1982) Animal Science Agricultural University, Wageningen, The Netherlands
M.Sc. (1985) Animal Science Agricultural University, Wageningen, The Netherlands
Ph.D. (1989) Dairy Science/

Animal Breeding University of Wisconsin, Madison, Wisconsin
Post-doc  (1989) Animal Breeding

and Genetics University of Wisconsin, Madison, Wisconsin
Employment

1985 - 1988 Graduate Research Assistant, Univ. of Wisconsin, Madison (Dr. G. Shook)
PhD: Economic evaluation of dairy cattle MOET nucleus breeding programs

1989 Post-doctoral Fellow, University of Wisconsin, Madison, WI (Dr. M. Dentine)
Research on QTL mapping under the infinitesimal genetic model.

1989 - 1992 Adjunct Professor of Animal Breeding, University of Guelph, Canada
Quantitative genetics and breeding strategies with application to dairy cattle.
Undergraduate teaching. Fully supported by Can. dairy cattle breed. industry

1992 - 1995 Assistant Professor of Animal Breeding, University of Guelph, Canada
Quantitative genetics and breeding strategies with application to dairy cattle.
Undergraduate teaching. Fully supported by Can. dairy cattle breeding industry
and the Natural Sciences and Engineering Research Council.

1996 Visiting Scientist, Animal Breeding, Agricultural Univ., Wageningen, NL.
Sabbatical (4 mo) supported by NATO Fellowship.

1995 - 1997 Associate Professor of Animal Breeding, University of Guelph, Canada
Quantitative genetics and breeding strategies with application to dairy cattle.
Undergraduate teaching.

1997 - 2002 Associate Professor of Animal Breeding, lowa State University, Ames, |1A
Research on QTL mapping, marker-aided selection, breeding strategies, with
applications to swine (75%). Graduate and undergraduate teaching (25%).

2002 - 2013 Professor of Animal Breeding, lowa State University, Ames, 1A
Research on QTL mapping, marker-aided selection, breeding strategies (75%).
Graduate and undergraduate teaching (25%).

2002 - present  Section leader, Animal Breeding and Genetics, lowa State University, Ames, |1A

2013 - present  C.F. Curtiss Distinguished Professor, lowa State University, Ames, |1A
Research (75%) on integration of quantitative genetics and genomics; genetic
aspects of feed efficiency and health; breeding strategies. Graduate and
undergraduate teaching (25%).
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Affiliations
American Society of Animal Science American Dairy Science Association Gamma
Poultry Science Association World Poultry Science Association Sigma Delta

Awards and Honors

e Distinguished Service Award, National Swine Improvement Federation (2019)

¢ ISU Gamma Sigma Delta International Award (2016)

e LeClerg Lecturer, University of Maryland (2014)

e C.F. Curtiss Distinguished Professor (2013)

e ISU CALS Team Award for RFI group (group leader) (2012)

e ISU Margaret Ellen White Graduate Faculty Award (2012)

¢ |SU Gamma Sigma Delta Research Award (2012)

e Rockefeller Prentice Memorial Award in Animal Breeding & Genetics, Amer.Soc.Anim.Sci. (2007)
e A.B. Chapman Lecturer, University of Wisconsin, Madison (2005)

e J. L. Lush Award in Animal Breeding, American Dairy Science Association (2004)

e Qutstanding Research Award, College of Agriculture, lowa State University (2004)

e ADSA/ASAS travelling fellow to European Association of Animal Production (2003)

e Special recognition for quality of promotion dossier, President, lowa State University (2002)

e Invited paper in Nature Reviews: Genetics (2002, Vol. 3: 22-32).

e Travelling Fellow, Assoc. for Advancement of Animal Breeding and Genetics, Australia (1999).
e NATO Fellowship, Dept. Animal Breeding & Genetics, Agric. Univ., Wageningen (1996)

e New Faculty Support Program Award, Natural Sci. & Engineering Res. Council, Canada (1992)

Professional Experience

Editorial activities:

2012 —present  Editor-in-Chief, Genetics Selection Evolution, published by BMC

2010 — 2012 Executive Editor, Genetics Selection Evolution, published by BMC

2004 — 2006 Editorial Board, J. Animal Science

2002 — 2006 Section Editor, Animal Science, British Society of Animal Science

1998 Editor for proceedings of conference ‘From Jay Lush to Genomics: Visions for
Animal Breeding and Genetics’, Ames, [A, May 16-18.

1992 - 1998 Member of Editorial Board of the Journal of Dairy Science

1992 - present  Reviewer of grant proposals to Natural Sciences and Engineering Research Council
of Canada, Dairy Cattle Genetics Research and Development Council of Canada,
USDA-BARD, USDA-NRI, Biotechnology and Biological Sciences Research
Council of the UK

1989 - present  Peer reviewer of manuscripts for Journal of Animal Science, Journal of Dairy
Science, PLoS One, Livestock Science, Genetics, Heredity, Genetical Research,
Genetics Selection and Evolution, Animal Genetics, BMC Genomics, and others.

Organization of scientific meetings:

2018 Scientific Program Chair for session on Breeding Strategies of 9" World Congr.
Genetics Appl. Livest. Prod. Vancouver, Canada.

2014 Scientific Program Chair for session on Breeding Strategies of 9" World Congr.
Genetics Appl. Livest. Prod. Vancouver, Canada.

2011-2012 Chair Gordon Conference on Quantitative Genetics and Bioinformatics

2009-2011 Vice Chair Gordon Conference on Quantitative Genetics and Bioinformatics

2008 Co-organizer of the Jay Lush symposium, Ames, IA, April, 2008

2003/2004 Chair, Genetics and Breeding program cie., 2004 Midwest Animal Sci. meeting.

1999 Co-organizer for conference ‘From Jay Lush to Genomics: Visions for Animal

Breeding and Genetics’, Ames, [A, May 16-18.



1997
1994

USDA-CSREES
1999 - 2012
2001 /2002
2001 - 2008
1998

Industry service:
2017
2003

2002 - 2004
2000 - 2010
1996 - present
1995

1994 - 1997

J.C.M. Dekkers

Scientific Program Chair for session on Breeding Strategies of 6™ World Congr.
Genetics Appl. Livest. Prod. Armidale, Australia.
Assist organization 4" WIdI Congr. Genetics Appl. Livest. Prod. Guelph, Canada

Multistate Research Projects:

lowa State rep. swine genetics multi-state project (NC220; NC1004; NC1037).
Chair of swine genetics multi-state research project (NC220).

lowa State representative on NCCC204 multi-state project (Quant. genetics)
Chair writing committee joint renewal NC-220 and NC-210 multi-state projects

Co-organizer NSIF-PRRS joint symposium, Dec. 1-4, Chicago.

Chair, organizing committee USDA-IFAFS industry workshop on QTL mapping
and marker-assisted selection, Des Moines, Dec. 4, 2004

Vice-president of National Swine Improvement Federation

NC-1004 representative National Swine Improvement Federation Board.
Consultant on programs for genetic improvement of livestock

Genetics expert for Federal Task Force on rbST, Agriculture Canada.

Member of Genetic Evaluation Board of Canada

Teaching Experience
Undergraduate
e Livestock&Poultry Breeding (1992 — 1997), University of Guelph, Canada
e Livestock Improvement Through Animal Breeding (1997), ISU
e Issues Facing Animal Science (2000), ISU
e Study Abroad to the Netherlands, 2 weeks, 20 students (*13 and *17), ISU
e Academic advisor for 15-30 undergraduate students (1999 - present), ISU

Graduate

e Animal Breeding Strategies (1998, 1999, 2001, 2003, 2005, 2007, 2010, 2013, 2015)

e Advanced Statistical Methods for Animal Breeding, co-instructor (2002)

e Applied Animal Breeding (1999)

¢ Population&Quantitative Genetics for Breeding: co-instructor ‘03—°06; instructor *06-present
e Applied Beef and Dairy Cattle Breeding — course coordinator and co-instructor (‘12, ‘15)

On-line Graduate
e Introduction to Marker Association Analysis and QTL Detection. Animal Breeding Online,

’13,°14,°15,”

17,719.

e Prediction and Control of Inbreeding in Breeding Programs. Animal Breeding Online,

’14,°16,°17,

19

Post-graduate short courses/workshops
e Breeding program design with genomic selection (‘14, University of New England, Australia;
2015, lowa State University; 2018, University of Guelph) 1-week course, Co-instructor
e Genomic selection in livestock 1-week course, Organizer and co-instructor (10 ISU, ’12

ASAS/ADSA,’13 Quebec City, 15 ISU)
e Use of high-density SNP genotyping data for genetic improvement of livestock (2009) 2-week

course. ISU.

Organizer and co-instructor.

e Quantitative Genetics with Integration of Molecular Genetics (2008) 2-week NOVA course,
University of Helsinki, Finland, Instructor

¢ Design and economics of animal breeding strategies (2003), ISU, Organizer and instructor

o Applied economic aspects of animal breeding programs (2001) Univ. Guelph, Canada, Instructor

¢ Quantitative genetics for new technologies in animal breeding (1999), University of New South
Wales, Australia, co-instructor
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e Organizer Animal Breeding and Genetics summer short courses (2004-2015), ISU
Industry short courses/workshops
e Genetic improvement of disease, on-line course for veterinarians, co-instructor (2018)
e CPAB industry short courses (1996-1997), co-instructor, University of Guelph.
e Molecular methods in plant breeding (2000-2003) (%2 day co-instructor), Agronomy Dept, ISU
e USDA-IFAFS-NSIF Workshop on Molecular Genetics (2003, 1 day), Des Moines, lowa
e Training Workshop on QTL mapping and marker-assisted selection, Canadian Center for Swine
Improvement (2004, 1 day), Ottawa, Canada

Graduate Students Advised or Co-advised: 7 MSc, 26 PhD

Post-Doctoral Fellows and Research Associates Advised or Co-advised: 27

Grants directed or co-directed total $22,406,264 of which $9,463,267 as PI

Significant Research Contributions

e Methods for economic evaluation of breeding programs in competitive markets

e Methods for simulation of breeding programs that combine stochastic and deterministic models

e Design and evaluation of dairy breeding programs to capitalise on reproductive technologies

e Analytical methods to derive asymptotic responses to selection on BLUP breeding values that
account for the effects of selection on genetic variance

e Effects associated with genetic markers under the infinitesimal genetic model

e Genetic analysis and national genetic evaluation systems for somatic cell score, longevity, and
dystocia for dairy cattle.

e Derivation of economic values and development of total economic index for dairy bulls in Canada

e Use of random regression models for analysis of test-day data

e Optimal selection on non-linear profit functions over multiple generations through the use of optimal
control theory

o Marker-assisted selection and optimal selection to resolve the conflict between short- versus long-
term responses with marker-assisted selection

e Statistical methods for QTL mapping and their application to detect genes and QTL in pigs.

e Evaluation of measures of linkage disequilibrium

e Comparison of methods for linkage disequilibrium analysis

e Use of high-density SNP genotyping for genomic selection, including improvement of crossbred
performance

e Implementation of genomic selection using low-density SNP panels

e Experimental evaluation of genomic selection in layer chickens

e Selection index methods for evaluation of marker-assisted and genomic selection

e Genetic and biological aspects of residual feed intake in pigs; development of RFI research
consortium.

e Genome-wide association study for host response to PRRS in pigs; Discovery of major QTL on
chromosome 4.

e |dentification of Severe Combined Immuno-Deficiency (SCID) in pigs and development of SCID
pigs for biomedical research.

e Genetics of disease resilience in pigs

e Genetics of resistance to New Castle disease in poultry

Publications in peer-reviewed scientific journals

n=300, H-factor (ISI) = 56. Total number of citations = 10,625 Without self citations 9,823 [#]
Boettcher, A., A. G. Cino-Ozuna, Y. Solanki, J.E. Wiarda, E. Putz, J.L. Owens, S.A. Crane, A.P. Ahrens,
C.L. Loving, J.E. Cunnick, R.R.R. Rowland, S.E. Charley, J.C.M. Dekkers, and C.K._Tuggle 2019. CD3¢+
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cells in pigs with severe combined immunodeficiency due to defects in Artemis. Submitted to Frontiers in
Immunology, August 2019.

Boettcher, A., Li, Y., Ahrens, A., Kiupel, M., Byrne, K., Loving, C., Cino-Ozuna, A.G., Wiarda, J., Adur,
M., Schultz, B. and Swanson, J., 2019. Novel engraftment and T cell differentiation of human hematopoietic
cells in Art-/-IL2RG-/SCID pigs. bioRxiv, p.614404.

Sanglard, L.P., Schmitz-Esser, S., Gray, K.A., Linhares, D.C., Yeoman, C.J., Dekkers, J.C., Niederwerder,
M.C. and Serdo, N.V., 2019. Investigating the relationship between vaginal microbiota and host
genetics and their impact on immune response and farrowing traits in commercial gilts. Journal of
Animal Breeding and Genetics.

Outhouse, Amanda C; Helm, Emma T; Patterson, Brian M; Dekkers, Jack C M; Rauw, Wendy M; Schwartz,
Kent J; Gabler, Nicholas K; Huff-Lonergan, Elisabeth; Lonergan, Steven M, 2019. Effect of a dual enteric
and respiratory pathogen challenge on swine growth, efficiency, carcass composition, and pork quality. J.
Animal Sci. 10.1093/jas/skz332

Liu, H., Feye, K.M., Nguyen, Y.T., Rakhshandeh, A., Loving, C.L., Dekkers, J.C., Gabler, N.K. and Tuggle,
C.K., 2019. Acute systemic inflammatory response to lipopolysaccharide stimulation in pigs divergently
selected for residual feed intake. BMC genomics, 20(1), pp.1-24.

Lim, K.S., Dong, Q., Moll, P., Vitkovska, J., Wiktorin, G., Bannister, S., Daujotyte, D., Tuggle, C.K.,
Lunney, J.K., Plastow, G.S. and Dekkers, J.C., 2019. The effects of a globin blocker on the resolution of
3’mRNA sequencing data in porcine blood. BMC genomics, 20(1), pp.1-10.

Wioleta Drobik-Czwarno, Anna Wolc, Kornelia Kucharska, Elzbieta Martyniuk. Genetic basis of resistance
to highly pathogenic avian influenza in chicken. Review article in Polish. Scientific Annals of Polish Society
of Animal Production.

Gomez Raya, L., Rauw, W.M. and Dekkers, J., 2019. Autozygosity and genetic differentiation of Landrace
and Large White pigs as revealed by the genetic analyses of crossbreds. Frontiers in Genetics, 10, p.739.
Walugembe, M., Mushi, J.R., Amuzu-Aweh, E.N., Chiwanga, G.H., Msoffe, P.L., Wang, Y., Saelao, P.,
Kelly, T., Gallardo, R.A., Zhou, H., Lamont, S.J., Muhairwa, A.P., and Dekkers, J.C.M. 2019. Genetic
Analyses of Tanzanian Local Chicken Ecotypes Challenged with Newcastle Disease Virus. Genes, 10(7)
Annamalai, T., Lu, Z., Jung, K., Langel, S.N., Tuggle, C.K., Dekkers, J.C., Waide, E.H., Kandasamy, S. and
Saif, L.J., 2019. Infectivity of GII. 4 human norovirus does not differ between TB-NK+ severe combined
immunodeficiency (SCID) and non-SCID gnotobiotic pigs, implicating the role of NK cells in mediation of
human norovirus infection. Virus research, 267, pp.21-25.

Colpoys, J., Van Sambeek, D., Bruns, C., Johnson, A., Dekkers, J., Dunshea, F. and Gabler, N., 2019.
Responsiveness of swine divergently selected for feed efficiency to exogenous adrenocorticotropic hormone
and glucose challenges. Domestic animal endocrinology, 68, pp.32-38.

Mumm, J.M., Diaz, J.A.C., Stock, J.D., Johnson, A.K., Dekkers, J.C., Ramirez, A., Azarpajouh, S. and
Stalder, K.J., 2019. Dynamic space utilization for lame and non-lame gestating sows estimated by the lying-
standing sequence. Livestock Science, 223, pp.1-7.

Nascimento, M., Nascimento, A.C.C., Dekkers, J.C.M. and Serdo, N.V.L., 2019. Using quantile regression
methodology to evaluate changes in the shape of growth curves in pigs selected for increased feed efficiency
based on residual feed intake. animal, 13(5), pp.1009-1019.

Saelao, P., Wang, Y., Chanthavixay, G., Gallardo, R.A., Wolc, A., Dekkers, J., Lamont, S.J., Kelly, T. and
Zhou, H., 2019. Genetics and Genomic Regions Affecting Response to Newcastle Disease Virus Infection
under Heat Stress in Layer Chickens. Genes, 10(1), p.61. [1]

Wolc, A., Arango, J., Settar, P., Fulton, J.E., O’Sullivan, N.P. and Dekkers, J.C., 2019. Genetics of male
reproductive performance in White Leghorns. Poultry science, 98(7), pp.2729-2733. [2]

Weng, Z., Wolc, A., Su, H., Fernando, R.L., Dekkers, J.C., Arango, J., Settar, P., Fulton, J.E., O’Sullivan,
N.P. and Garrick, D.J., 2019. Identification of recombination hotspots and quantitative trait loci for
recombination rate in layer chickens. Journal of animal science and biotechnology, 10(1), p.20.

Hess, A.S., Lunney, J.K., Abrams, S., Choi, I., Trible, B.R., Hess, M.K., Rowland, R.R., Plastow, G.S. and
Dekkers, J.C., 2018. ldentification of factors associated with virus level in tonsils of pigs experimentally
infected with porcine reproductive and respiratory syndrome virus. Journal of animal science, 97(2), pp.536-
547.

Hess, A.S., Trible, B.R., Hess, M.K., Rowland, R.R.R., Lunney, J.K., Plastow, G.S. and Dekkers, J.C.M.,
2018. Genetic Relationships of Antibody Response, Viremia Level and Weight Gain in Pigs Experimentally
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Infected with Porcine Reproductive and Respiratory Syndrome Virus. Journal of animal science. 96(9),
pp.3565-3581 [3]

Putz, A.M., J.C.S. Harding, M.K. Dyck, PigGen Canada, F. Fortin, G.S. Plastow, and J.C.M. Dekkers. 2018.
Novel resilience phenotypes from a natural challenge model for disease resilience in wean-to-finish pigs.
Frontiers in Genetics. doi: 10.3389/fgene.2018.00660. [3]

Deist, M.S., Gallardo, R.A., Bunn, D.A., Kelly, T.R., Dekkers, J.C., Zhou, H. and Lamont, S.J., 2018. Novel
analysis of the Harderian gland transcriptome response to Newcastle disease virus in two inbred chicken
lines. Scientific reports, 8(1), p.6558. [5]

Putz, A.M., Schwab, C.R., Sewell, A.D., Holtkamp, D.J., Zimmerman, J.J., Baker, K., Serdo, N.V. and
Dekkers, J.C., 2018. The effect of a porcine reproductive and respiratory syndrome outbreak on genetic
parameters and reaction norms for reproductive performance in pigs. Journal of animal science, 97(3),
pp.1101-1116.

Rowland, K., Saelao, P., Wang, Y., Fulton, J., Liebe, G., McCarron, A., Wolc, A., Gallardo, R., Kelly, T.,
Zhou, H. and Dekkers, J., 2018. Association of Candidate Genes with Response to Heat and Newcastle
Disease Virus. Genes, 9(11), p.560. [1]

Wolc, A., Jankowski, T., Arango, J., Settar, P., Fulton, J.E., O’Sullivan, N.P. and Dekkers, J.C.M., 2018.
Investigating the genetic determination of clutch traits in laying hens. Poultry science, 98(1), pp.39-45.
Drobik-Czwarno, W., Wolc, A., Fulton, J.E., Jankowski, T., Arango, J., O'Sullivan, N.P. and Dekkers, J.,
2018. Genetic basis of resistance to avian influenza in different commercial varieties of layer chickens.
Poultry Science 97: 3421-3428. doi: 10.3382/ps/pey233 [1]

Zhang, J., Kaiser, M.G., Deist, M.S., Gallardo, R.A., Bunn, D.A., Kelly, T.R., Dekkers, J.C., Zhou, H. and
Lamont, S.J., 2018. Transcriptome analysis in spleen reveals differential regulation of response to newcastle
disease virus in two chicken lines. Scientific reports, 8(1), p.1278.

Rowland, K., Wolc, A., Gallardo, R.A., Kelly, T., Zhou, H., Dekkers, J.C. and Lamont, S.J., 2018. Genetic
analysis of a commercial egg laying line challenged with Newcastle disease virus. Frontiers in genetics, 9.
[6]

Drobik-Czwarno, W., Wolc, A., Fulton, J.E. and Dekkers, J.C., 2018. Detection of copy number variations
in brown and white layers based on genotyping panels with different densities. Genetics Selection Evolution,
50(1), p.54. [1]

Yang, J., Ramamurthy, R.K., Qi, X., Fernando, R.L., Dekkers, J.C., Garrick, D.J., Nettleton, D. and
Schnable, P.S., 2018. Empirical Comparisons of Different Statistical Models To Identify and Validate
Kernel Row Number-Associated Variants from Structured Multi-parent Mapping Populations of Maize. G3:
Genes, Genomes, Genetics, 8(11), pp.3567-3575. [2]

Zhang, C., Kemp, R.A., Stothard, P., Wang, Z., Boddicker, N., Krivushin, K., Dekkers, J. and Plastow, G.,
2018. Genomic evaluation of feed efficiency component traits in Duroc pigs using 80K, 650K and whole-
genome sequence variants. Genetics Selection Evolution, 50(1), p.14.

Wolc, A., Drobik-Czwarno, W., Fulton, J.E., Arango, J., Jankowski, T. and Dekkers, J.C., 2018. Genomic
prediction of avian influenza infection outcome in layer chickens. Genetics Selection Evolution, 50(1), p.21.

Mauch, E.D., Young, J.M., Serdo, N.V.L., Hsu, W.L., Patience, J.F., Kerr, B.J., Weber, T.E., Gabler, N.K.
and Dekkers, J.C.M., 2018. Effect of lower-energy, higher-fiber diets on pigs divergently selected for
residual feed intake when fed higher-energy, lower-fiber diets. Journal of animal science, 96(4), pp.1221-
1236. [3]

Wolc, A., Arango, J., Settar, P., Fulton, J.E., O’Sullivan, N.P. and Dekkers, J.C.M., 2018. Genome wide
association study for heat stress induced mortality in a white egg layer line. Poultry science, 98(1), pp.92-
96.

Lough, G., Hess, A., Hess, M., Rashidi, H., Matika, O., Lunney, J.K., Rowland, R.R., Kyriazakis, ., Mulder,
H.A., Dekkers, J.C. and Doeschl-Wilson, A., 2018. Harnessing longitudinal information to identify genetic
variation in tolerance of pigs to Porcine Reproductive and Respiratory Syndrome virus infection. Genetics
Selection Evolution, 50(1), p.50. [3]

Wang, Y., Saelao, P, Chanthavixay, K., Gallardo, R., Bunn, D., Lamont, S.J., Dekkers, J.C.M., Kelly, T.,
and Zhou, H.. 2018. Physiological responses to heat stress in two genetically distinct chicken inbred lines.
Poultry Science 97: 770-780. [4]
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Toosi, A., Fernando, R.L. and Dekkers, J.C., 2018. Genome-wide mapping of quantitative trait loci in
admixed populations using mixed linear model and Bayesian multiple regression analysis. Genetics
Selection Evolution, 50(1), p.32. [6]

Saelao, P., Wang, Y., Chanthavixay, G., Yu, V., Gallardo, R.A., Dekkers, J., Lamont, S.J., Kelly, T. and
Zhou, H., 2018. Integrated Proteomic and Transcriptomic Analysis of Differential Expression of Chicken
Lung Tissue in Response to NDV Infection during Heat Stress. Genes, 9(12), p.579.

Saelao, P., Wang, Y., Gallardo, R.A., Lamont, S.J., Dekkers, J.M., Kelly, T. and Zhou, H., 2018. Novel
insights into the host immune response of chicken Harderian gland tissue during Newcastle disease virus
infection and heat treatment. BMC veterinary research, 14(1), p.280. [5]

Metodiev, S., Thekkoot, D.M., Young, J.M., Onteru, S., Rothschild, M.F. and Dekkers, J.C.M., 2018. A
whole-genome association study for litter size and litter weight traits in pigs. Livestock Science, 211, pp.87-
97. [1]

Zeng, J., Garrick, D., Dekkers, J. and Fernando, R., 2018. A nested mixture model for genomic prediction
using whole-genome SNP genotypes. PloS one, 13(3), p.e0194683 [1]

Powell, E.J., Charley, S., Boettcher, A.N., Varley, L., Brown, J., Schroyen, M., Adur, M.K., Dekkers, S.,
Isaacson, D., Sauer, M. and Cunnick, J., 2018. Creating effective biocontainment facilities and maintenance
protocols for raising specific pathogen-free, severe combined immunodeficient (SCID) pigs. Laboratory
animals, p.0023677217750691. [7]

Helm, E.T., Outhouse, A.C., Schwartz, K.J., Lonergan, S.M., Curry, S.M., Dekkers, J.C. and Gabler, N.K.,
2018. Metabolic adaptation of pigs to a Mycoplasma hyopneumoniae and Lawsonia intracellularis dual
challenge. Journal of animal science, 96(8), pp.3196-3207. [3]

Helm, E. T., A. C. Outhouse, K. J. Schwartz, J. C. M. Dekkers, S. M. Lonergan, W. M. Rauw, and N. K.
Gabler. 2018. Impact of Mycoplasma hyopneumoniae and Lawsonia intracellularis on the performance of
pigs divergently selected for feed efficiency. Journal of Animal Science doi:10.2527/tas2017.0054 [6]

Waide, E.H., Serdo, N.V.L., Schroyen, M., Hess, A., Rowland, R.R.R., Lunney, J.K., Plastow, G. and
Dekkers, J.C.M., 2017. Genomic prediction of piglet response to infection with one of two porcine
reproductive and respiratory syndrome virus isolates. Genetics Selection Evolution 50:3 [2]

Drobik-Czwarno, W., Wolc, A., Fulton, J.E., Arango, J., Jankowski, T., O’Sullivan, N.P. and Dekkers,
J.C.M., 2017. ldentifying the genetic basis for resistance to avian influenza in commercial egg layer
chickens. Animal, pp.1-9. [2]

Zhang, J., Kaiser, M.G., Deist, M.S., Gallardo, R.A., Bunn, D.A., Kelly, T.R., Dekkers, J.C., Zhou, H. and
Lamont, S.J., 2018. Transcriptome Analysis in Spleen Reveals Differential Regulation of Response to
Newcastle Disease Virus in Two Chicken Lines. Scientific reports, 8(1), p.1278. [10]

Dunkelberger, J.R., Serdo, N.V.L., Weng, Z., Waide, E.H., Niederwerder, M.C., Kerrigan, M.A., Lunney,
J.K., Rowland, R.R.R. and Dekkers, J.C.M., 2017. Genomic regions associated with host response to
porcine reproductive and respiratory syndrome vaccination and co-infection in nursery pigs. BMC Genomics
18: 865. DOI 10.1186/s12864-017-4182-8 [2]

Rauw, W.M., Johnson, A.K., Gomez-Raya, L. and Dekkers, J., 2017. A Hypothesis and Review of the
Relationship between Selection for Improved Production Efficiency, Coping Behavior, and Domestication.
Frontiers in Genetics, 8, p.134. [8]

Hardie, L.C., VandeHaar, M.J.,, Tempelman, R.J., Weigel, K.A., Armentano, L.E., Wiggans, G.R.,
Veerkamp, R.F., de Haas, Y., Coffey, M.P., Connor, E.E. Hanigan, M.D., C.Staples, C.,Wang, Z., Dekkers,
J.C.M., and Spurlock, D.M., 2017. The genetic and biological basis of feed efficiency in mid-lactation
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Totir, L.R., R.L. Fernando, J.C.M. Dekkers, S.A. Fernandez, and B Guldbrandtsen. 2003. A comparison of
alternative methods to compute conditional genotype probabilities for genetic evaluation with finite locus
models. Genet. Sel. Evol. 35:1-20 [6]

Zhao, H., M. F. Rothschild, R.L. Fernando, and J.C.M. Dekkers. 2003. Tests of candidate genes in breed cross
population for QTL mappping in livestock. Mammalian Genome 14: 472-482 [29]

Chen, P., T.J. Baas, J.C.M. Dekkers, K.J. Koehler and J.W. Mabry J. 2003. Evaluation of strategies for selection
for lean growth rate in pigs. J. Anim. Sci. 81:1150-1157 [10]

Dekkers, J.C.M., and P. Settar. 2003. Long-term Selection with Known Quantitative Trait Loci. Plant Breeding
Reviews. Wiley. Plant Breeding Reviews, Volume 24, Part 1, Long Term Selection: Maize. edited by Jules
Janick. John Wiley&Sons, Inc. Pp: 311-336 (invited presentation) [1]

Wagter, L.C., B.A. Mallard, B.N. Wilkie, K.E. Leslie, P.J. Boettcher, and J.C.M. Dekkers. 2003. The
Relationship Between Milk Production and Antibody Response to Ovalbumin During the Peripartum Period. J.
Dairy Sci. 86:169-173 [12]

Kulak, K., J. Wilton, G. Fox and J. Dekkers. 2003. Comparisons of economic values with and without risk for
livestock trait improvement Livestock Production Science, 79: 183-191 [13]

Chen, P., T.J. Baas, J.W. Mabry, K.J. Koehler, and J.C.M. Dekkers. 2003. Genetic parameters and trends for
litter traits in U.S. Yorkshire, Duroc, Hampshire, and Landrace pigs. J. Animal Sci. 81:46-53 [68]

Chen, P., T.J. Baas, J.W. Mabry, J.C.M. Dekkers, and K.J. Koehler, 2002. Genetic parameters and trends for
lean growth rate and its components in U.S. Yorkshire, Duroc, Hampshire, and Landrace pigs. J. Animal Sci.
80: 2062-2070 [63]

Lee, H.K., J.C.M. Dekkers, M. Soller, M. Malek, R.L. Fernando, and M.F. Rothschild, 2002. Application of
the false discovery rate to QTL interval mapping with multiple traits. Genetics 161: 905-914 [20]

Chakraborty, R., L. Moreau, and J.C.M. Dekkers. 2002. A method to optimize selection on multiple identified
quantitative trait loci. Genet. Sel. Evol. 34: 145-170 [22]

Dekkers, J.C.M, R. Chakraborty, and L. Moreau. 2002. Optimal selection on two quantitative trait loci with
linkage. Genet. Sel. Evol. 34 171-192 [12]

Huff-Lonergan E, T.J. Baas, M. Malek, J.C.M. Dekkers, K. Prusa, and M.F. Rothschild. 2002. Correlations
among selected pork quality traits. J. Anim. Sci. 80: 617-627 [246]

Luo, M. F., P. J. Boettcher, L. R. Schaeffer, and J.C.M. Dekkers. 2002. Estimation of genetic parameters of
calving ease in first and second parities of Canadian Holsteins using Bayesian Methods. Livestock
Production Science Livestock Production Science, 74: 175-184 [32]

Dekkers, J.C.M., and F. Hospital. 2002. The use of molecular genetics in the genetic improvement of
agricultural populations. Nature Reviews: Genetics 3: 22-32 [398]

Dekkers J. C. M., and R. Chakraborty. 2001. Potential gain from optimizing multi-generation selection on an
identified quantitative trait locus. J. Anim. Sci. 79:2975-2990 [21]

Kadarmideen, H. N., and J. C.M. Dekkers. 2001. Generalized marker regression and interval QTL mapping
methods for binary traits in half-sib family design. J. Anim. Breed. Genet. 118: 297-309 [15]

Malek, M., J. C. M. Dekkers, H. K. Lee, T. J. Baas, and M. F. Rothschild. 2001. A molecular genome scan
analysis to identify chromosomal regions influencing economic traits in the pig. I. Growth and body
composition. Mammalian Genome 12:630-636 [206]

Malek, M., J. C. M. Dekkers, H. K. Lee, T. J. Baas, and M. F. Rothschild 2001. A molecular genome scan
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composition. Mammalian Genome 12:637-645 [246]

Chen, P, T. J. Baas, J. C. M. Dekkers, L. L. Christian. 2001. Selection for Lean Growth Rate and Correlated
Responses in Litter Traits in a Synthetic Line of Yorkshire-Meishan Pigs. Can. J. Anim. Sci. 81: 205-214
[7]

Luo, M. F., P. J. Boettcher, L. R. Schaeffer, and J.C.M. Dekkers. 2001. Bayesian Inference for Categorical
Traits with an Application to Variance Component Estimation. J. Dairy Sci. 84: 694-704 [59]
Kadarmideen, H.N., L.L.G. Janss, and J.C.M. Dekkers. 2000. Power of QTL mapping for polygenic binary
traits using generalized and regression interval mapping in multi-family half-sib designs. Genet. Res.
76:305-317 [29]
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Collard, B.L., P.J. Boettcher, J.C.M. Dekkers, D. Petitclerc, and L.R. Schaeffer. 2000. Relationships
Between Energy Balance and Health Traits of Dairy Cattle in Early Lactation. J. Dairy Sci. 83: 2683-2690
[219]

Wagter, L.C., B.A. Mallard, B.N. Wilkie, K.E. Leslie, P.J. Boettcher, and J.C.M. Dekkers. 2000. A
guantitative approach to classifying Holstein cows based on antibody responsiveness and its relationship to
peripartum mastitis occurrence. J. Dairy Sci. 83:488-498 [71]

Dekkers, J.C.M. 2000. Quantitative trait locus mapping based on selective DNA pooling. J. Anim. Breed.
Genet. 117: 1-16 [9]

Dekkers, J.C.M. 1999. Breeding values for identified quantitative trait loci under selection. Genet. Sel. Evol.
31:421-436 [12]

Kadarmideen, H.N., and J.C.M. Dekkers. 1999. Regression on markers with uncertain allele transmission for
QTL mapping in half-sib designs. Genet., Selection, Evolution. 31: 437-455 [8]

Parke, Jr., P., B.W. Kennedy, J.C.M. Dekkers, R.K. Moore, and L. Jairath. 1999. Genetic and phenotypic
parameter estimates between production, feed intake, feed efficiency, body weight and linear type traits in first
lactation Holsteins. Can. J. Anim. Sci. 79: 425-431 [10]

Boettcher, P. J., L. K. Jairath, and J.C.M. Dekkers. 1999. Comparison of methods for genetic evaluation of
sires for survival of their daughters in the first Three Lactations J. Dairy Sci. 82:1034-1044 [53]

Luo, M. F., P. J. Boettcher, J.C.M. Dekkers, and L. R. Schaeffer. 1999. Bayesian analysis for estimation of
genetic parameters of calving ease and stillbirth for Canadian Holsteins. J. Dairy Sci. 82: 1848 [36]

Van Dorp, R.T.E., SW. Martin, M.M. Shoukri, J.P.T.M. Noordhuizen, and J.C.M. Dekkers. 1999. An
epidemiologic study of disease in 32 registered dairy herds in British Columbia, Canada. Can. J. Vet. Research
63: 185-192 [40]

Sharif S., B.A. Mallard, B.N. Wilkie, J.M. Sargeant, H.M. Scott, J.C.M. Dekkers, and K.E. Leslie. 1999.
Associations of the bovine major histocompatibility complex DRB3 (BoLA-DRB3) with production traits in
Canadian dairy cattle. Anim Genet. 30(2):157-60 [43]

Van Dorp, T.E., J.C.M. Dekkers, S.W. Martin, and J.P.T.M. Noordhuizen. 1998. Genetic parameters of health
disorders, and relationships with 305-day milk yield and conformation traits of registered Holstein cows. J. Dairy
Sci. 81:2264-2270 [121]

Mathevon, M., M.M. Buhr, and J.C.M. Dekkers. 1998. Environmental, management and genetic factors
affecting semen production in Holstein bulls. J. Dairy Sci. 81:3321-3330 [109]

Sivanadian, B., M.M. Lohuis, and J.C.M. Dekkers. 1998. Expected genetic responses from selection indexes
for Canadian dairy cattle under present and future milk pricing systems. Can. J. Anim. Sci. 78:157-166 [2]
Dekkers, J.C.M., and J.A.M. van Arendonk. 1998. Optimum selection for quantitative traits with information
on an identified locus in outbred populations. Genetical Research 71: 257-275 [67]

Sharif, S. B.A. Mallard, B.N. Wilkie, J.M. Sargeant, H.M. Scott, J.C.M. Dekkers, and K.E. Leslie. 1998.
Associations of the bovine major histocompatibility complex DRB3 (BoLA-DRB3) alleles with occurrence of
disease and milk somatic cell score in Canadian dairy cattle. Animal Genetics 29: 185-193 [155]

Boettcher, P.J., J.C.M. Dekkers, and B.W. Kolstad. 1998. Development of an udder health index for sire se-
lection based on SSC, udder conformation and milking speed. J. Dairy Sci.81:1157-1168 [101]

Dekkers, J.C.M., and J.P. Gibson. 1998. Applying breeding objectives to dairy cattle improvement. J. Dairy
Sci. 81(2):19-35 (Invited presentation) [35]

Mathevon, M., J.C.M. Dekkers, and M.M. Buhr. 1998. Environmental, management and genetic factors
affecting semen production in French Montbeliard bulls. Livest. Prod. Sci. 55: 65-77 [9]

Boettcher, P.J., J.C.M. Dekkers, L.D. Warnick, and S.J. Wells. 1998. Genetic Analysis of Clinical Lameness
in Dairy Cattle. J. Dairy Sci. 81:1148-1156 [72]

Jairath, L., J.C.M. Dekkers, L.R. Schaeffer, Z. Liu, E.B. Burnside, and B. Kolstad. 1998. Genetic evaluation for
herd life in Canada. J. Dairy Sci. 81:550-562 [105]

Dekkers, J.C.M., J.H. ten Hag, and A. Weersink. 1998. Economic aspects of persistency of lactation in dairy
cattle. Livest. Prod. Sci. 53:237-252 [110]

Mallard, B.A., J.C.M. Dekkers, M.J. Ireland, K.E. Leslie, S. Sharif, C. Lacey Vankampen, L.Wagter, and B.N.
Wilkie. 1998. Alteration in immune responsiveness during the peripartum period and its ramification on dairy
cow and calf health. J. Dairy Sci. 81:585-595 [293]

18



A.262.

A.263.

A.264.

A.265.

A.266.

A.267.

A.268.

A.269.

A.270.

A271.

A272.

A.273.

A.274.

A.275.

A.276.

A.277.

A.278.

A.279.

A.280.

A.281.

A.282.

A.283.

A.284.
A.285.

J.C.M. Dekkers

Liu, Z., and J.C.M. Dekkers. 1998. Least squares interval mapping of quantitative trait loci under the
infinitesimal genetic model in outbred population. Genetics 148:495-505 [16]

Plaizier, J.C.B., King, G.J., Dekkers, J.C.M. and Lissemore, K., 1998. Modelling the relationship between
reproductive performance and net-revenue in dairy herds. Agric. Systems 56:305-322 [13]

Boettcher, P.J., L.K. Jairath, K.R. Koots and J.C.M. Dekkers. 1997. Effects of interactions between type and
milk production on survival traits of Canadian Holsteins, J. Dairy Sci. 80:2984-2995 [29]

Mallard, B.A., L.C. Wagter, M.J. Ireland, and J.C.M. Dekkers. 1997. Effects of growth hormone, insulin-like
growth factor I, and cortisol on periparturient antibody response profiles of dairy cattle. Vet. Immunol.
Immunopath. 60:61 [57]

Kulak, K.K., J.C.M. Dekkers, AJ. McAllister, and A.J. Lee. 1997. Lifetime profitability measures for dairy
cows and their relationships to lifetime performance traits. Can. J. Anim. Sci. 77: 609-616 [6]

Kulak, K.K., J.C.M. Dekkers, A.J. McAllister, and A.J. Lee. 1997. Relationships of early performance traits to
lifetime profitability in Holstein cows. Can. J. Anim. Sci. 77: 617-624 [3]

Plaizier, J.C.B., King, G.J., Dekkers, J.C.M. and Lissemore, K., 1997. Estimation of Economic Values of
Indices for Reproductive Performance in Ontario Dairy Herds using Computer Simulation. J. Dairy Sci.
80:2775-2783 [79]

Plaizier, J.C.B., King, G.J., Dekkers, J.C.M. and Lissemore, K., 1997. Economic Comparison of Rebreeding
Policies using Computer Simulation in Ontario dairy herds. Can. J. Anim. Sci.. 77: 585-592.

Jamrozik, J., Kistemaker, G.J., Dekkers, J.C.M., and Schaeffer, L.R., 1997. Comparison of possible co-variates
for use in a random regression model for analyses of test day yields. J. Dairy Sci. 80:2550-2556 [72]

Jamrozik, J., L.R. Schaeffer, and J.C.M. Dekkers. 1997. Genetic evaluation of dairy cattle using test day yields
and a random regression model. J. Dairy Sci. 80:1217-1226 [168]

Uimari, P., S. Kemp, J.C.M. Dekkers, A. Teale, and B.W. Kennedy. 1997. Sensitivity of segregation analysis
to data structure and transformation: a case study of trypanotolerance in mice. Heredity 78:424-432 [2]
Dekkers, J.C.M., G.E. VanderVoort, and E.B. Burnside. 1996. Optimal size of progeny groups for progeny-
testing programs by artificial insemination firms. J. Dairy Sci. 79:2056-2070 [21]

Uimari, P., B.W. Kennedy and J.C.M. Dekkers. 1996. Power and sensitivity of some simple tests for detection
of major genes in outbred populations. J. Anim. Breed. Genet. 113:17-28 [3]

Uimari, P., J.C.M. Dekkers, and B.W. Kennedy. 1996. Power and parameter estimation of complex segregatio
analysis under a finite locus model. Genet. Sel. Evol. 28:345-358 [3]
Dekkers, J.C.M., T. van Erp and Y.H. Schukken. 1996. Economic benefits of reducing somatic cell count
under Ontario's milk quality program. J. Dairy Sci. 79:396-401 [27]

Dekkers, J.C.M.. 1995. Genetic improvement of dairy cattle for profitability. Pp.307-327 in: Animal Science
Research and Development: Moving Toward a New Century (M. Ivan, ed.) CFAR, Agric. Agri-Food Canada,
Ottawa (invited presentation). (not listed in ISI)

Reents, R., J. Jamrozik, L.R. Schaeffer and J.C.M. Dekkers. 1995. Estimation of genetic parameters for test
day somatic cell score. J. Dairy Sci. 78:2847-2857 [86]

Reents, R., J.C.M. Dekkers and L.R. Schaeffer. 1995. Genetic evaluation for somatic cell score with a multiple
lactation test day model. J. Dairy Sci. 78:2858-2870 [57]

Dekkers, J.C.M., P.V. Birke and J.P. Gibson. 1995. Optimum linear selection indexes for multiple generation
objectives with non-linear profit functions. Animal Science 65:165-175 [19]

Mallard, B.A., K.E. Leslie, J.C.M. Dekkers, R. Hedge, M. Bauman & M.J. Stear. 1995. Differences in bovine
lymphocyte antigen associations between immune responsiveness and risk of disease following intramammary
infection with Staphylococcus aureus. J Dairy Sci. 78: 1937-1944 [21]

Miglior, F., E. Burnside and J.C.M. Dekkers. 1995. Non-additive genetic effects and inbreeding depression for
somatic cell counts of Holstein cattle. J. Dairy Sci. 78:1168-1173 [35]

Lund, T., F. Miglior, J.C.M. Dekkers and E.B. Burnside. 1994. Genetic relationships between clinical mastitis,
somatic cell count, and udder conformation in Danish Holsteins. Livest. Prod. Sci. 39:243-251 [104]

Dekkers, J.C.M. 1994. Optimum breeding strategies for calving ease. J. Dairy Sci. 77:3341-3453 [47]

Dekkers, J.C.M., L.K. Jairath, and B.H. Lawrence. 1994. Relationships between sire genetic evaluations for
conformation and functional herd life of daughters. J. Dairy Sci. 77:844-854 [39]
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Koots, K.R., K.M. Wade, B.W. Kennedy, J.C.M. Dekkers, G.C. Smith and E.B. Burnside. 1994. Method and
effect of adjustment for heterogeneous within-herd variance on Holstein conformation evaluations. J. Dairy
Science 77:294-302 [9]

Dekkers, J.C.M., B.A. Mallard and K.E. Leslie. 1994. Symposium on genetic improvement of resistance to
mastitis in dairy cattle with special emphasis on somatic cell count. J. Dairy Sci. 77:616-618 [4]

Schukken, Y.H., B.A. Mallard, J.C.M. Dekkers, K.E. Leslie and M.J. Stear. 1994. Genetic impact on the risk
of intramammary infection after S.Aureus challenge. J. Dairy Sci. 77:639-647 [59]

Zhang, W.C., J.C.M. Dekkers, G. Banos and E.B. Burnside. 1994. Adjustment factors and genetic evaluation
for somatic cell score and relationships with other traits in Canadian Holsteins. J. Dairy Sci. 77:659-665 [45]
Lohuis, M.M., C. Smith and J.C.M. Dekkers. 1994. MOET results from a dispersed hybrid nucleus program
in dairy cattle. Anim. Prod. 57:369-378 [18]

Dekkers, J.C.M. 1993. Theoretical aspects of genetic parameters of herd life. J.Dairy Sci. 76:1433-1443 [44]
Lohuis, M.M, J.C.M. Dekkers and C. Smith. 1992. Probability of success of Al sires in progeny testing
programs. J. Dairy Sci. 75:1660-1671 [4]

Koopman, J.N.M., C. Smith and J.C.M. Dekkers. 1992. Effect of bull sire selection on competitiveness of
dairy Al studs. Livest. Prod. Sci. 35:295-307.

Dekkers, J.C.M. 1992. Structure of breeding programs to capitalize on reproductive technologies for genetic
improvement. J. Dairy Sci. 75:2880-2891 (invited presentation) [19]

Dekkers, J.C.M. 1992. Asymptotic response to selection on best linear unbiased predictors of breeding value.
Animal Production 54:351-360 [52]

Weersink, A., W. Howard, J.C.M. Dekkers and M. Lohuis. 1991. Sire selection decisions and farm
profitability relationships for Ontario dairy farmers. J. Dairy Sci. 74:3994-4011 [2]

Dekkers, J.C.M. 1991. Estimation of economic values for dairy cattle breeding goals: bias due to sub-optimal
management policies. Livest. Prod. Sci. 29:131-149 [63]

Kinghorn, B.P., C. Smith and J.C.M. Dekkers. 1991. Potential genetic gains in dairy cattle with gamete
harvesting and in vitro fertilization. J. Dairy Sci. 74:611-622 [19]

Dekkers, J.C.M., and M.R. Dentine. 1991. Quantitative genetic variance associated with chromosomal
markers in segregating populations. Theor. Appl. Genetics 81:212-220 [25]

Dekkers, J.C.M., and G.E. Shook. 1990. A semi-stochastic model for simulation of genetic improvement by
commercial artificial insemination firms in a large dairy cattle population. J. Anim. Breed. Genetics. 107:321-
339 [11]

Dekkers, J.C.M., and G.E. Shook. 1990. Economic evaluation of alternative breeding programs for
commercial artificial insemination firms. J.Dairy Sci. 73:1902-1919 [15]

Dekkers, J.C.M., and G.E. Shook. 1990. Genetic and economic evaluation of nucleus breeding schemes for
commercial artificial insemination firms. J. Dairy Sci. 73:1920-1937 [12]

Books and Book Chapters
Books

Dekkers, J.C.M., S.J. Lamont, and M.F. Rothschild (Editors). 1999. Proc. Int. Scientific Conference “From
Jay Lush to Genomics: Visions for Animal Breeding and Genetics”, Ames, [A, May 16-18.

Chapters in Books

B.2.

B.3.

B.4.

B.5.

Dekkers, J.C., 2018. The use of molecular genetic information in genetic improvement programmes for
pigs. In Achieving sustainable production of pig meat Volume 2 (pp. 37-60). Burleigh Dodds Science
Publishing.

Lamont, S.J., J.C.M. Dekkers, and H. Zhou. 2013. Immunogenetics and mapping immunological functions.
In: Avian Immunology 2™ Ed. Schat, K.A., Kaspers, B., and Kaiser, P. Elsevier, London, San Diego.

Young, J.M., and J.C.M. Dekkers. 2012. The genetic and biological basis of residual feed intake as a measure
of feed efficiency. Chapter 7, Pp. 153-166 In: J.F. Patience (Ed): Feed Efficiency in Swine. Wageningen
Academic Publishers, Wageningen, The Netherlands.

Dekkers, J.C.M., P.K. Mathur, and E.F. Knol. 2010. Genetic Improvement of the Pig. Chapter 16 In: A.
Ruvinski and M.F. Rothschild (Eds): Genetics of the Pig. Ed. 2. Pp 390-425 CAB [18]
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Dekkers, J.C.M., and J.H.J. van der Werf. 2007. Strategies, limitations, and opportunities for marker-assisted
selection in livestock. In: E. Guimaraes, J. Ruane, B. Scherf, A. Sonnino, and J. Dargie (Eds): Marker-Assisted
Selection. Current status and future perspectives in crops, livestock, forestry and fish: Current Status and the
Way Forward. FAO, Rome, Italy. [9]

Lamont, S.J., J.C.M. Dekkers, and J. Burnside. 2008. Immunogenetics and mapping immunological
functions. In: Avian Immunology. Davison, F., Kaspers, B. & Schat, K.A., Elsevier, London, San Diego.

Patents

Dekkers, J.C., Tuggle, C.K., Waide, E.H., Ross, J.W., Ellinwood, N.M. and Schroyen, M., lowa State
University Research Foundation, Inc., 2017. Genetic test and genetic basis for SCID in pigs. U.S. Patent
9,745,561.

Invited Presentations at (Inter)national Scientific Meetings

Dekkers, J.C.M. 2019. The impact of new technologies on livestock breeding; what’s next? American
Society of Animal Science Annual Meeting, Austin, TX.

Dekkers, J.C.M. 2019. Genetic improvement of animal health. 2019. Plant and Animal Genome. San Diego.

Dekkers, J.C.M. 2018. Using Genetics to Improve Animal Health. Agricultural Bioscience International
Conference, Weifang, China.

Dekkers, J.C.M. 2019. Genetic improvement of health in livestock. 2018. INIA, Madrid, Spain

Dekkers, J.C.M. 2018. The use of genomics in animal breeding. 7" Annual Cornell University Plant
Breeding Symposium, Cornell University

Dekkers, J.C.M. 2018. The use of genomics in animal breeding. Phenotype Prediction Using Genomic Data
Workshop, University of Florida

Dekkers, J.C.M. 2018. Training the next generation of animal breeders in the genomics era. NRSP-8
Workshop, Plant and Animal Genome Meetings, San Diego.

Dekkers, J.C.M. 2017. Using genetic selection and genomics to combat infectious disease. PRRS-NSIF
International Symposium, Chicago.

Dekkers, J.C.M. 2017. Genetic improvement of resistance to PRRS. Leman Conference, Minneapolis.

Dekkers, J.C.M. 2017. Using animal breeding and genetic selection to combat infectious disease. XIVth
International Nidovirus Symposium, Kansas City.

Dekkers, J.C.M. 2017. Genetic improvement of health in livestock. GS Storer Speaker, Dept. Animal Sci.
University of California, Davis.

Dekkers, J.C.M. 2016. Update on the host genetics of resistance to porcine diseases. North American PRRS
Symposium, Chicago, IL.

Dekkers, J.C.M. 2016. Using Genetics to Improve Animal Health. Dept. Animal Science Seminar,
Dekkers, J.C.M. 2016. Application of Genomics to Genetic Improvement of Livestock. 5™ International
Conference on Quantitative Genetics. Madison, WI.

Dekkers, J.C.M. 2016. Using Genetics to Improve Animal Health. Agricultural Bioscience International
Conference, Fargo, North Dakota

Dekkers, J.C.M. 2016. Using Genetics to Improve Resistance to Disease. Feed the Future; Livestock Forum.
FIRA, Barcelona, Spain.

Dekkers, J.C.M. 2015. Genetics of host resistance to PRRS and PCV2. North American PRRS Symposium,
Chicago, IL.

Dekkers, J.C.M. 2015. Applied animal breeding in the genomics era. XI Brazilian Symposium of Animal
Breeding. Santa Maria, Brazil.

Dekkers, J.C.M. 2015. Genomic selection for crossbred performance in livestock. Genetics Society 2015
Spring Meeting, Roslin Institute, Edinburgh, Scotland.

Dekkers, J.C.M. 2014. Genetics of host response to PRRS. North American PRRS Symposium, Chicago,
IL.

Dekkers, J.C.M. 2014. Genetic basis or host response to PRRS virus infection in Pigs. 23rd International
Pig Veterinary Society Congress, Cancun, Mexico.
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Dekkers, J.C.M., and J.H.J. van der Werf. 2014. Breeding goals and phenotyping programs for multi-trait
improvement in the genomics era. 10" World Congress on Genetics Applied to Livestock Production,
Vancouver, Canada

Dekkers, J.C.M. 2014. Genomic Prediction Strategy and Applications. W365 Plant and Animal Genome
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